Advancement in Parkinson’s Diagnosis:
MicroRNAs as Parkinson's Disease Biomarkers
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Develop reliable diagnostic gRT-PCR
analysis to detect PD sooner
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we hope to relate miIRNA expression levels in
the blood of PD patients as early as possible.
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 Already at advanced stage when first
diagnosed in clinic —lost 50-70%
dopaminergic cells

« Early detection may help to stop or delay 1
progression, besides misdiagnosis 2000 ]

« Biomarker — A molecule that can be I
objectively measured as an indicator of s
normal or pathogenic biological process i
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« We showed proof-of-concept to use miRNAs
to differentiate PD from healthy subjects?
« miRNASs can be potential biomarkers for PD43
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